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1970 - 2000
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2001 — nckyccrtBeHHaAa ceTb ANA
MEXKNETOYHON KOMMYHUKALLMN Ha
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Weiss, R. & Knight, T. F. Jr. in DNA Computing (eds Condon, A. & Rozenberg, G.) 1-16
(Springer, 2001)



2002 — nepBbi KOMOUHATOPHbIN
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2003 — cuHTEeTNYECKne cetn AnA
nccnenoBaHMA TPAHCKPUNUUOHHOTO
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2004 — co3paHuMe nepBOro
MCKyccTBeHHOro PHK-nepekntovatena
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Isaacs, F. J. et al. Engineered riboregulators enable post-transcriptional control of gene
expression. Nature Biotech. 22, 841-847 (2004)



2005 — nossnatoTca PYHKLUMOHANbHbIE
reHeTUYeCKue cetu
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Levskaya, A. et al. Synthetic biology:
engineering Escherichia coli to see light.
Nature 438, 441-442 (2005)
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Bayer, T. S. & Smolke, C. D. Programmable
ligandcontrolled riboregulators of eukaryotic
gene expression. Nature Biotech. 23, 337-343

(2005).



2008 — CnoXHble nepeKkntovaTenm Ha
ocHoBe PHK
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Win, M. N. & Smolke, C. D. Higher-order cellular information processing with synthetic RNA
devices. Science 322, 456—460 (2008)



2008 — HacTpanBaemble oCLUMNNATOpPbI
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Stricker, J. et al. A fast, robust and tunable synthetic gene oscillator. Nature 456, 516—519 (2008).
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Friedland, A. E. et al. Synthetic gene networks that count. Science 324, 1199-1202 (2009)



2011 — me)XKneTto4dyHble BblMUCNEHUA
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Tamsir, A., Tabor, J. J. & Voigt, C. A. Robust multicellular computing using genetically encoded
NOR gates and chemical ‘wires’. Nature 469, 212-215 (2011).



2012 — peannsayma BeHTUNA C
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Voigt, C. A. Genetic programs constructed from layered logic gates in single cells. Nature 491,
249-253 (2012).



2014 — TeopeTnyecKu
KOHCTpYMpyembin pnboperynatop
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2017 — KneTkun pasany
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Jesus Fernandez-Rodriguezl,2, Felix Moser1,2, Miryoung Songl & Christopher A Voigtl *
Engineering RGB color vision into Escherichia coli. | doi: 10.1038/nchembio.2390



2017 — ceTb Ha ocHOBe peKombKHa3
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Tai-Yin Chiul & Jie-Hong R. Jiang. Logic Synthesis of RecombinaseBased Genetic Circuits.
| DOI:10.1038/s41598-017-07386-3
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